Our research groups have previously published a study estimating the bottleneck size of Cauliflower mosaic virus (CaMV) during host plant colonization [1] . Two methods were used in that study, both based on the temporal evolution of neutral marker frequencies; one uses estimates of F ST , and the other tracks changes in marker frequency variance over time. Here we report that (i) the variance-based method was actually published by Felsenstein [2], a reference we were not aware of when publishing the original study; (ii) equation (4) in [1] is actually an approximation; and (iii) these methods rely on the assumption that the bottleneck size is constant, which can be relaxed by assuming it is a Poisson-distributed random variable. Equation (4) in [1] reads N v =
. Comparison of estimates of N v using the approximate formula published in [1] (values in Table 2 of this publication), those using the exact expression, and those assuming that bottleneck size is a zero-truncated-Poisson-distributed random variable. [2] and its approximation assume that the bottleneck size N is constant (i.e., identical in all the sampled plants). However, we can make the more realistic assumption that N follows a zero-truncated Poisson (ZTP) distribution (i.e., N can vary among experimental replicates according to a Poisson distribution, but p' cannot be measured when N = 0 and the plant is discarded, hence the zero-truncation):
Among the N genomes that go through the bottleneck, the number X bearing the neutral marker is drawn according to its pre-bottleneck frequency p from the binomial distribution: X~B(N,p). Thus, the marker frequency after the bottleneck is p' = X/N. The variance of this marker frequency can be expressed as:
Because E(p'|N,p) = E(X|N,p)/N and Var(p'|N,p) = Var(X|N,p)/N 2 , and because N and p are independent, we then get:
Using the properties Eð1=N Þ ¼
t dt is the exponential integral function and γ the Euler-Mascheroni constant, one can estimate the bottleneck size n vP by numerically solving the following equation:
We recommend using this estimation procedure when N v values are below 20, i.e., when the relative estimation error is higher than 5%. The following lines of R code may be used to estimate n vP : (1) Table 3 . Estimates of N v using data published in [4] for leaf level 5. The authors of that paper had estimated a bottleneck size of 6 (see their figure 5B ) using the F ST method. To obtain the reported estimates, Leaf 3 and Leaf 5 were considered as the levels before and after the bottleneck, respectively. From the histogram 4A in [4] , we calculated a mean frequency of 0.622 for the marker in Leaf 3, and we used the variances in marker frequency reported for Leaf 3 and Leaf 5. 
